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1. Install miniconda
a. Follow instructions here.
b. Hint - Ensure that you’ve activated the `base` environment. Your command prompt should include `(base)`
2. Install mamba
a. Need help? Click here.
3. Use mamba to install samtools into base environment
a. Need help? Click here.
b. Hint - don’t forget to use `mamba` instead of `conda`.
c. 
4. Make a conda environment and install something into it
a. `mamba create -n test -c bioconda prokka`


5. Deactivate the environment

6. Re-activate the environment


7. Install a new package into the same environment

8. Export all the packages from a conda environment, and make a new conda environment based on that
a. `conda env export > my_env.yaml`
b. `conda env create -f my_env.yaml` (you may need to change the name specified in the yaml file).
